Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.123; data-to-parameter ratio = 13.5.
Related literature
For general background to the chemistry of tridentate NCN ligands, see: Pugh & Danopoulos (2007) ; Wu et al. (2009 Wu et al. ( , 2012 ; Williams (2009) ; Wang et al. (2010) . For the synthesis of the title compound, see: Avitia et al. (2011) ; Wakioka et al. (2010) ; Cardenas & Echavarren (1999) . 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.800, T max = 1.000 14088 measured reflections 2461 independent reflections 2059 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.123 S = 1.04 2461 reflections 182 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 2; y þ 1 2 ; Àz þ 1 2 ; (ii) x þ 1 2 ; Ày À 1 2 ; Àz þ 1.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
structures to terpyridine have also been reported (Williams, 2009; Wang et al., 2010; Wu et al., 2009) . As part of our ongoing studies in this field (Wu et al., 2012) , we report here the crystal structure of a new pincer compound 1,3di(pyrimin-2-yl)-5-methoxybenzene.
The molecular structure of the title compound is shown in Figure 1 . The three aryl rings of the title compound are not coplanar, but dihedral angles of 12.06 (4)° and -13.13 (4)° are found between the terminal pyrimidine rings and central phenyl ring, respectively. In the crystal, intermolecular C9-H8···N4 and C15-H15B···N3 hydrogen bonds (Table 1) form zig-zag chains along c. The molecules stack along the b axis in such a way that the same pyrimidine-phenyl segment of two neighboring molecules overlap in opposite directions with a centroid-centroid distance of 4.112 (3) Å.
Experimental
The compound was prepared using methods described in the literature (Avitia et al., 2011; Wakioka et al., 2010; Cardenas & Echavarren, 1999) . A mixture of 1,3-bis(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)-5-methoxybenzene (600 mg, 1.67 mmol), 2-bromopyrimidine (800 mg, 5.03 mmol), K 2 CO 3 aq (2.0 M, 8.40 ml) and Pd(PPh 3 ) 4 (390 mg, 0.251 mmol) in toluene (30 ml) was stirred at 110°C for 48 h under an argon atmosphere. After cooling to room temperature, the reaction mixture was poured into water, and extracted with CH 2 Cl 2 . The combined organic phase was washed with water and dried over anhydrous magnesium sulfate. After filtration and evaporation, the residue was purified with flash column chromatography (SiO 2 , eluted with CH 2 Cl 2 /petroleum ether = 1:5) to obtain the 1,3-di(pyrimidin-2yl)-5-methoxybenzene as a white powder (353 mg) in 80% yield. 1 160.51, 157.23, 139.36, 120.85, 119.32, 115.95, 55.74 . MS(EI): m/z= 263.95. A single-crystal was obtained by slow evaporation of an acetonitrile solution of the title compound.
Refinement
All H atoms were placed geometrically and treated as riding on their parent atoms with C-H = 0.96 (methyl) Å [U iso (H) = 1.5U eq (C)], and C-H = 0.93 (aromatic) Å [U iso (H) = 1.2U eq (C)].
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Sheldrick, 2008) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) . 
Figure 2
A view of the unit-cell contents of the title compound along the b axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[3-Methoxy-5-(pyrimidin-2-yl)phenyl]pyrimidine

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 1.03793 (11) 0.23473 (17) 0.0387 (7) 0.0411 (7) 0.0383 (6) −0.0012 (5) 0.0021 (5) −0.0037 (5) C4 0.0395 (7) 0.0415 (7) 0.0352 (6) 0.0008 (5) −0.0013 (5) 0.0001 (5) C5 0.0387 (7) 0.0395 (7) 0.0357 (6) −0.0010 (5) 0.0012 (5) −0.0027 (5) C6 0.0359 (6) 0.0472 (8) 0.0414 (7) 0.0001 (5) −0.0014 (5) −0.0003 (6) C7 0.0380 (6) 0.0410 (7) 0.0385 (6) −0.0010 (5) 0.0006 (5) −0.0021 (5) C8 0.0611 (9) 0.0768 (11) 0.0449 (8) −0.0123 (8) −0.0027 (7) 0.0170 (8) C9 0.0587 (9) 0.0581 (9) 0.0495 (8) −0.0128 (7) 0.0122 (6) 0.0053 (7) C10 0.0397 (7) 0.0626 (10) 0.0677 (10) −0.0083 (7) 0.0078 (6) 0.0072 (8) C11 0.0400 (7) 0.0425 (7) 0.0426 (7) −0.0017 (5) 0.0036 (5) −0.0050 (6) C12 0.0465 (8) 0.0834 (12) 0.0582 (9) −0.0140 (8) 0.0140 (7) −0.0097 (8) C13 0.0356 (7) 0.0702 (11) 0.0768 (11) −0.0021 (7) 0.0063 (7) −0.0170 (9) C14 0.0416 (8) 0.0652 (10) 0.0699 (10) 0.0051 (7) −0.0055 (7) −0.0001 (8) C15 0.0553 (9) 0.0735 (11) 0.0628 (9) 0.0086 (8) −0.0128 (7) 0.0178 (8) Geometric parameters (Å, º) 
